Table 6. Top 20 GO Biological Process Gene Sets Ranked by Potency of Perturbation (Sorted by BMD Median)

Category Input % Gene BMD1std Median Genes with  Genes with

Name Genes/Platform Set Median of BMDy1std- Changed Changed
Genes in Gene Coverage Gene Set BMDuistd Direction Direction
Set Transcripts (mg/kg) Up Down

(mg/kg)

G0:0002548 3/26 12% <18.3 NR 0 3

monocyte

chemotaxis

G0:1904031 3/35 9% <18.3 NR 1 2

positive regulation

of cyclin-

dependent protein

kinase activity

G0:0045739 5/45 11% <18.3 NR 3 2
positive regulation

of DNA repair

G0:0007095 3/17 18% <18.3 NR 2 1
mitotic G2 DNA

damage checkpoint

G0:0031572 G2 DNA 3/17 18% <18.3 NR 2 1

damage checkpoint

G0:0032330 3/36 8% <18.3 NR 2 1
regulation of

chondrocyte

differentiation

G0:0090181 3/27 11% <18.3 NR 3 0
regulation of

cholesterol

metabolic process

G0:0060192 3/13 23% <18.3 NR 1 2
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pH

G0:0030004 6/79 8% 24 6-98 2 4
cellular monovalent

inorganic cation

homeostasis

G0:0072348 4/27 15% 25 14-59 1 3
sulfur compound

transport

NR = The BMDL-BMDU range is not reportable because the BMD median is below the lower limit of extrapolation (less than 1/3 of the lowest tested dose in
this study).





